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RESEARCH AREA

The main research field of our laboratory is psychogenetics. 
Within these we study the genetic and epigenetic 
background of a number of child psychiatric disorders, so 
called neurodevelopmental conditions (such as Tourette 
syndrome, attention deficit, hyperactivity disorder /ADHD/, 
obsessive-compulsive disorder /OCD/) using molecular 
biological techniques and bioinformatic analyses. The other 
main research area of our group is the genetic study of 
different addictions. We study genetic variation associated 
with both substance use and dependence, as well as 
behavioral addictions, such as internet use, gambling, 
gaming, etc.) The functional role of the studied genetic 
variants is investigated in cell cultures derived from neural 
tissue, and also in some animal models (C. elegans and 
rodents). Apart from the above we currently have genetic 
and epigenetic studies on infant behavior (regulational 
disorder), as well as the link between type 2 diabetes and 
certain insulin signaling related mental disorders. 

TECHNIQUES AVAILABLE IN THE LAB 

nucleic acid extraction (DNA, RNA)
conventional PCR and real-time PCR techniques, Open Array
epigenetic methods (DNA methylation microRNA)
tissue culture, reporter assays
bioinformatic analyses
occasionally C. elegans studies
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