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Cancer is the leading cause of death in the developed world.
According to estimates from the International Agency for
Research on Cancer, there were 8.2 million cancer deaths
in 2012 worldwide. Cancer research began as early as at
the end of the 19™ century, indicating the social efforts
to control this devastating disease. In recent years, the
tremendous advances reached in molecular biology and
genomics has given further impetus to the development
of this field. Among other things, the recently developed
high-throughput sequencing technology platforms have
generated massive amounts of genetic variation data
from a huge number of cancer samples. The collected data
support the concept that cancer is a disease of our genome,
because in the majority of tumors tens or even hundreds
of thousands of mutations have been detected. These data
also show that the spontaneous mutation rate observed in
normal cells is not sufficient to account for the high number
of mutations found in cancers. The key feature of cancer
cells, allowing them to rapidly evolve more and more new
mutations, is the instability of their genetic material.

The long-term objective of our laboratory is to explore
genetic alterations fuelling malignant transformation by
undermining the stability of the genome.

TECHNIQUES AVAILABLE IN THE LAB

Basic molecular biological methods, involving isolation
manipulation and analysis of DNA, RNA and proteins,
standard mammalian tissue culture techniques, basic
mouse colony management techniques, gene knockout
and gene knockdown techniques, advanced gene delivery
methods used in tissue culture and in animal models.
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