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We focus on bacterial pathogens and the problem of
antibiotic resistance. We found that multidrug resistance
mutations in bacteria simultaneously enhance sensitivity
to other unrelated antibiotics (collateral sensitivity). This
finding has led to the design of new antibiotic cocktails.
Using bacterial genome engineering, we aim to develop
novel resistance-free antibiotics. Finally, we study the
evolution of adaptive immune system in response to
pathogens and cancer.

More details: http://www.brc.hu/sysbiol
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