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The recent emergence of the field of systems biology
brought a new era in the research of evolution. The novel
methods and largescale datasets enable the systematic
exploration of the elements of biological systems and
the interactions between them. Our group is particularly
interested in studying the evolution of metabolism. By
measuring the intracellular metabolite levels, that is, the
metabolome in different yeasts we can assess how fast
metabolism evolves and what are the driving forces behind
its evolution. We are also studying the evolution of the
metabolic network, that is, how can organisms gain novel
enzymes and biochemical pathways to better adapt to the
environmental conditions. We utilize this knowledge for
strain design by discovering genetic modifications that can
boost the microbial production of chemicals with industrial
importance.

TECHNIQUES AVAILABLE IN THE LAB

Metabolic network modelling, phylogenetic and
comparative genomics methods, bioinformatic analysis
of metabolomic and transcriptomic data, statistics and
machine learning. Programming in R, Python, Perl and
Matlab languages.
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