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The spread of antibiotic resistance is one of the most 
pressing issues of modern healthcare. In our previous work, 
we developed high levels of resistance against antibiotics 
still in clinical development in relevant Gram-negative 
pathogens. Currently, the main focus of our research is to 
investigate the connection between the development 
of clinically relevant levels of resistance and changes in 
bacterial virulence.

TECHNIQUES AVAILABLE IN THE LAB 

Bacterial genome engineering, adaptive laboratory 
evolution, virulence studies in the Galleria mellonella 
infection model.
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