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Our research group’s main area of investigation is
transmembrane proteins. To study these proteins, which
are experimentally very difficult to investigate, we
primarily develop bioinformatics tools and, more recently,
artificial intelligence-based methods that can be used
to estimate the structure, occurrence, interactions, and
other properties of transmembrane proteins. In order
to develop these methods, it is important to start from
reliable, up-to-date databases containing accurate data,
which is why we have compiled and maintain a number of
such databases. In addition to bioinformatics tools, we are
also working on several laboratory developments that will
allow us to obtain topological information on hundreds or
even thousands of transmembrane proteins at once, or to
determine their exact abundance on the cell surface. These
developments could be extremely important in identifying
new targets for immunotherapy and in the fight against
various pathogens.

TECHNIQUES AVAILABLE IN THE LAB

Programming (Python, C++, PHP), database management
(MySQL), artificial intelligence-based processes, cell
culture, cell surface labeling processes, mass spectrometry
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