E6tvos Lorand University,
Faculty of Science, Institute of Biology

Address: Pazmany Péter sétany 1/c.,
H-1117 Budapest, Hungary

RESEARCH AREA

SELECTED PUBLICATIONS

Our group has two main research focuses:

On the one hand, we use fish models of rare, monogenic
human diseases to gain a more precise understanding
of the molecular and cellular changes that lead to the
development of the symptoms in the patients of these
diseases. Using fish lines created through genome editing,
we focus primarily on diseases that are somehow caused by
ribosomal dysfunction or mutations in genes important for
maintaining genome integrity. In addition to providing a
more accurate understanding of these diseases, our disease
models may also offer opportunities for finding potential
therapies.

TECHNIQUES AVAILABLE IN THE LAB

Our research involves a variety of techniques: from classical
molecular cloning, to genome editing and transcriptomics,
and from modern imaging techniques (e.g. confocal
microscopy and microCT), to machine learning-based
analysis of behavior. We use zebrafish and paradise fish as
models during our research.
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