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During my work | focus on the genetic background of
the evolution of complex multicellularity in fruiting
body forming fungi. In the kingdom of Fungi, complex
multicellularity emerged 8-11 times indenpendently. In
fungi, the highest manifestation of complex multicellulratiy
is the formation of their sexual reproductive structure, the
fruiting body. Some fruting body consits of more than
30 different cell type. The molecular background of the
differentiation of these cell types is ,mostly unkown. The
main focus of my work are the gene regulatory networks
underlying the differentiation of certain cell types along with
the cytoskeletal changes that determine the shape of these
cells. Using comparative genomics and transcriptomics we
identified several conserved regulators, that - based on
their expression pattern — might play a role in fruiting body
formation. | participate in the identification and functional
chatracterization of these regulatrors. Furthermore, using
molecular biology, histology and fluorescent microscopy
| investigate the shape and the cytoskeleton of certain
fruiting body cells with a special focus on the septin
cytoskeleton.

TECHNIQUES AVAILABLE IN THE LAB

Molecular cloning (PCR, bacterial transformation,
restriction enzyme based cloning, Gibson assembly),
genetic manipulation of fungi, protein expression
and purification (SDS-PAGE, Western blot), fluorescent
microscopy, histological section preparation from fruiting
bodies, bioinformatics (statistics in R, functional genomics,
transcriptomic analysis).
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